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LC-MS/MSY A7 LS KB BIERTBEACH X

== L& PFPP | IP. | C.C == la=g7ES PFPP | P | C.C.
2,3-Bisphosphoglyceric acid - O - Ornitine O - @]
3-Phosphoglyceric acid B o B Phenylalanine O O O
(2-Phosphoglyceric acid) Pipecolic acid - - O
D\hydroxyacet?ne phosphate = O - 7= RS Proline O - O
Fructose 1,6-bisphosphate - O - 4 Serine @] @] O
RYER Glucose 1-phosphate - O = (%) Symmetric dimethylarginine O = =
Glucose 6-phosphate = O - Threonine O ©) O
Glycerol 3-phosphate = O - Tryptophan ©) O O
Lactic acid O = O Tyrosine O ®) O
Phosphoenolpyruvic acid - @) - Valine ©) - O
Pyruvic acid @] O ©) Adenine O - ©)
6-Phosphogluconic acid - O - Adenosine ©) - O
Erythrose 4-phosphate = O - Adenosine 3',5'-cyclic monophosphate O O -
Fructose 6-phosphate - ©) - Adenosine diphosphate - O -
RV b—X - -
S RS Glyceraldehyde 3-phosphate - O = Adenosine monophosphate O O O
Ribose 5-phosphate - O - Adenosine triphosphate - O -
Ribulose 5-phosphate - ©) = Cytidine O - O
Sedoheptulose 7-phosphate - O - Cytidine 3’,5'-cyclic monophosphate O - -
2-Ketoglutaric acid @) = = Cytidine diphosphate = O -
Acetyl coenzyme A - ©) - Cytidine monophosphate O O O
Aconitic acid O - - Cytidine triphosphate - O -
Citric acid O = ©) Cytosine ©) - -
TCA Y1 2)L Fumaric acid O - O Deoxycytidine - - O
Isocitric acid O - ©) Guanine O - ©)
Malic acid O = O Guanosine ) - O
Succinic acid ©) - O Guanosine 3',5'-cyclic monophosphate @) O -
Succinyl coenzyme A - O - TLEEESE Guanosine diphosphate - O -
2-Aminoadipic acid - - O =) Guanosine monophosphate O O O
2-Aminobutyric acid ©) - - Guanosine triphosphate - O -
4-Aminobutyric acid @] - ©) Hypoxanthine O - O
4-Hydroxyproline O - O Inosine O - O
5-Oxoproline = = O Thymidine ®) - ®
Alanine O @) ©) Thymidine diphosphate - O -
Arginine @] ©) O Thymidine monophosphate O O -
Asparagine O O O Thymidine triphosphate - O -
Aspartic acid O @) ©) Thymine O - ®
Asymmetric dimethylarginine O = = Uracil O = O
Citrulline O - O Uric acid ©) - ©)
Cystathionine @) = O Uridine ©) - O
Cysteine O O O Uridine diphosphate - O -
7= B Cystine O - ©) Uridine monophosphate - O -
LY Dimethylglycine @] - - Uridine triphosphate - ©) -
Glutamic acid O O ©) Xanthine ©) - O
Glutamine O O ©) Xanthosine - - ©)
Glycine @] O O Gluconic acid - - ©)
Histidine @) @) @) Glucosamine - - O
Homocysteine ©) = = ¥EsE Hexose (Glucose) S - ©)
Homocystine @] - - Sucrose - - O
Isoleucine O - O Threonic acid - - O
Kynurenine O - ©) FAD O - -
Leucine O - O FMN O - -
Lysine O ©) ©) X NAD O O -
Methionine @] O O HHEER NADH - O -
Methionine sulfoxide O = ©) NADP - ©) -
N-Acetylasparatic acid = = ©) NADPH - ©) -
N-Acetylcysteine = = ©)
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GC-MS(UMS) AT LI KB RIERTsEARH Y A b

= {L&WH = {L&EWH EE {L&EWH
2-Phosphoglyceric acid Cadaverine 2-Aminoadipic acid
3-Phosphoglyceric acid . _ Putrescine 3-Aminoglutaric acid

RU7Z>

Dihydroxyacetone phosphate Spermidine 3-Aminopropanoic acid
Fructose 6-phosphate Spermine 3-Hydroxyanthranilic acid

T Glucose 2'-Deoxyuridine 3-Hydroxy-kynurenine
Glucose 6-phosphate 5'-Methylthioadenosine 3-Methyl-2-oxovaleric acid
Glyceraldehyde 3-phosphate 7-Methylguanine 3-Methylcrotonoylglycine
Glycerol 3-phosphate Adenine 3-Sulfinoalanine
Lactic acid Adenosine 4-Aminobenzoic acid
Phosphoenolpyruvic acid Adenosine 3',5'-cyclic monophosphate 4-Aminobutyric acid
6-Phosphogluconic acid Adenosine monophosphate 4-Hydroxyproline
Erythrose 4-phosphate Allantoin 5-Hydroxy-tryptophan
Gluconic acid Cytidine 5-Oxoproline
Glucono-1,5-lactone Cytosine Acetylglycine

N h—=X - Glyceraldehyde Guanine Dimethylglycine

U BERE R Glyceric acid Guanosine Dopa
Ribose WEEE Hypoxanthine Glutamic acid 5-methylester
Ribose 5-phosphate =y Inosine Glycyl-Glycine
Ribulose 5-phosphate Inosine monophosphate Hexanoylglycine
Sedoheptulose 7-phosphate Orotic acid Histidinol
2-Ketoglutaric acid Paraxanthine Homocysteine
Aconitic acid Thymidine Homocystine
Citric acid Thymidine monophosphate Homoserine
Fumaric acid Thymine §/@ESE Hydroxylysine

TCAHATIV | Isocitric acid Uracil i Hypotaurine
Malic acid Uric acid Isobutyrylglycine
Oxalacetic acid Uridine Isovalerylglycine
Pyruvic acid Uridine monophosphate Kynurenine
Succinic acid Xanthine N6-Acetyllysine
Alanine Xanthosine N-Acetylaspartic acid
Asparagine Xanthosine monophosphate N-Acetylglutamine
Aspartic acid Allose N-Acetylglutamine
Cysteine Arabinose N-Acetyl-Lysine
Cystine Erythrulose N-Acetyl-Ornithine
Glutamic acid Fructose N-Acetylserine
Glutamine Fructose 1-phosphate N-Acetyltyrosine
Glycine Fucose N-Butyrylglycine
Histidine Galactose Norvaline
Isoleucine Isomaltose O-Acetylserine

T/ -
Leucine Lactose O-Phospho-Serine
Lysine Lyxose Pantothenic acid
Methionine Maltose Propionylglycine
Phenylalanine L Mannose Sarcosine
Proline Mannose 6-phosphate S-Benzyl-Cysteine
Serine Psicose Suberylglycine
Threonine Rhamnose Taurine
Tryptophan Sorbose Threo-b-hydroxyaspartic acid
Tyrosine Sucrose Tiglylglycine
Valine Tagatose
Arginine Trehalose

LT Citrulline Trehalose 6-phosphate

AU Ornithine Xylose
Urea Xylulose

Smart Metabolites DatabaseZ AT 5 &Ik FEEREIMNZE S 3767 DFKERIRDZRAE T HTEDAIEET T,
GC-MS(/MS)Y AT LTy RAR—=R BKUSPMEAEBER T AT &K BREERFDOREHTEET T,

21



22

LC/MS/MS AN KNwar— &

—

T4

T—~— Ver. 3

cxddex /PNy

No. 2% L&M% No. 2% 1t&M% No. 2% 1t&M& No. 2% 1L&M%

1 LA (£)12,13-DIHOME 55 AA  11B-13,14-dihydro-15+keto Prostaglandin F,, | 109 AA  (2)5,6-DHET-lactone 163 DHA Resolvin D,

2 LA (+)9,10-DIHOME 56 AA  15-keto Prostaglandin E, 110 AA  5(S)-HpETE 164 DHA  7(R)-Maresin 1

3 LA 13(S-HODE 57 AA  13,14-dihydro Prostaglandin F, 1M1 AA - (#)14(15)-EET 165 DHA 10(5),17(S)-DIHDHA

4 LA 9(S)-HODE 58 AA  141510C, 112 AA  5-OxoETE 166 DHA  Resolvin D

5 LA (+)9-HpODE 59 AA  13,14-dihydro-15-keto Prostaglandin F,, | 113 AA  (£)11(12)-EET 167 DHA  7(5),17(S)-hydroxy-docosapentaenoic acid
6 LA 13-OxoODE 60 AA  5(5)6(R)-Lipoxin A, 114 AA  (£)8(9)-EET 168 DHA  (+)19(20)-DiHDPA

7 LA 13(S)-HpODE 61 AA  13,14-dihydro-15-keto Prostaglandin E, 115 AA  ()5(6)-EET 169 DHA (+)20-HDHA

8 LA 9-OxoODE 62 AA  5(5),6(S)-Lipoxin A, 116 AA  Arachidonic Acid (AA) 170 DHA (£)16-HDHA

9 LA (+)12(13)-EpOME 63 AA 14,15-LTE4, Eoxin E, 117 ADA  1a,1b-dihomo-Prostaglandin F,, 171 DHA (£)17-HDHA

10 LA (#)9(10)-EpOME 64 AA  13,14-dihydro-15-keto Prostaglandin D, | 118 DGLA 2,3-dinor Thromboxane B, 172 DHA  (+)13-HDHA

11 ALA  9(9)-HOTE 65 AA  Leukotriene C, 119 DGLA 6-keto Prostaglandin E, 173 DHA (£)10-HDHA

12 ALA  13(S)-HOTE 66 AA  11-trans LTC, 120 DGLA 2,3-dinor Prostaglandin E, 174 DHA  (+)14-HDHA

13 ALA  13(S)-HpOTrE 67 AA  Leukotriene D, 121 DGLA Thromboxane B, 175 DHA (£)11-HDHA

14 EDA  11(S)-HEDE 68 AA  Leukotriene E, 122 DGLA 8-iso Prostaglandin F, 176 DHA (+)7-HDHA

15 EDA  (+)15-HEDE 69 AA  LeukotrieneF, 123 DGLA Prostaglandin F, 177 DHA (+)8-HDHA

16 EDA  15-OxoEDE 70 AA  8iso Prostaglandin A, 124 DGLA 8-iso Prostaglandin E, 178 DHA  17(S)-HpDHA

17  AA  tetranor-PGFM 71 AA 1l-rans LD, 125 DGLA Prostaglandin E, 179 DHA (£)4-HDHA

18 AA  tetranor-PGEM 72 AA  Prostaglandin A, 126 DGLA Prostaglandin D, 180 DHA  (+)19(20)-EpDPA

19 AA  tetranor-PGDM 73 AA  Prostaglandin J, 127 DGLA 13,14-dihydro Prostaglandin E, 181 DHA  (£)16(17)-EpDPA

20 AA  tetranor-PGIM 74 AA 11-trans LTE, 128 DGLA 13,14-dihydro-15-keto Prostaglandin D, | 182 DHA  Docosahexaenoic Acid (DHA)
21 AA  tetranor-PGAM 75 AA  Prostaglandin B, 129 DGLA 8-iso Prostaglandin A, 183 EA  Prostagrandin F, Ethanolamide
22 AA 20-hydroxy Prostaglandin F,, 76 AA 8,12-is0-iPF, -VI 1,5- lactone 130 DGLA Prostaglandin A, 184 EA  Prostagrandin E, Ethanolamide
23 AA  20-hydroxy Prostaglandin E, 77  AA  8(S),15(S)-DIHETE 131 DGLA 15(S)-HETrE 185 EA Prostagrandin E, ethanolamide
24 AA 18-carboxy dinor LTB, 78 AA  6-transLB, 132 DGLA 8(S)-HETrE 186 EA Prostagrandin D, Ethanolamide
25 AA 13,14-dihydro-15-keto-tetranor Prostaglandin F,, | 79 AA 5(S),15(S)-DIHETE 133 DGLA 5(S)-HETE 187 EA LTB, ethanolamide

26 AA  2,3-dinor-8-iso Prostaglandin F,, 80 AA  13,14-dihydro-15-keto Prostaglandin A, | 134 EPA  A17-6-keto Prostaglandin F| 188 EA (£)14(15)-EET ethanolamide
27 AA 2,3-dinor Thromboxane B, 81 AA  Leukotriene B, 135 EPA  ResolvinE, 189 EA  (#)11(12)-EET ethanolamide
28 AA  13,14-dihydro-15-keto-tetranor Prostaglandin F, . | 82 AA  13,14-dihydro-15-keto Prostaglandin J, | 136 EPA  8-iso Prostaglandin F, 190 EA  (£)8(9)-EET ethanolamide

29 AA  2,3-dinor-11B-Prostaglandin F,, 83 AA 12-0x0 LTB, 137 EPA  Thromboxane B, 191 EA (£)5(6)-EET ethanolamide

30 AA  Gketo-Prostaglandin F, 84 AA  tetranor-12(S)-HETE 138 EPA  Prostaglandin F,, 192 EA  Arachidonoyl ethanolamide
31 AA 13,14-dihydro-15-keto-tetranor Prostaglandin D, | 85 AA  N-acetyl LTE, 139 EPA  11-dehydro Thromboxane B, 193 EA  OFEA (oleoyl ethanolamide)
32 AA 20-carboxy leukotriene B, 86 AA  Leukotriene B, 140 EPA  Prostaglandin E, 194 Lyso-PAF C-16

33 AA  20-hydroxy leukotriene B, 87 AA  (£)14(15)-DiHET 141 EPA  Prostaglandin D, 195 PAFC-16

34  AA  11-dehydro-2,3-dinor Thromboxane B, 88 AA  12(S)-HHTE 142 EPA  Lipoxin A, 196 Azelaoyl PAF

35 AA  13,14-dihydro-15-keto-tetranor Prostaglandin E, | 89 AA  (+)11(12)-DiHET 143 EPA  Leukotriene B, 197 ISTD  tetranor-PGEM-d,

36 AA  6,15-diketo-13,14-dihydro Prostaglandin F, . | 90  AA  (+)8(9)-DIHET 144 EPA  (+)17,18-DIHETE 198 ISTD  6-keto-Prostaglandin F, -d,
37 AA PRV 91 AA  20-carboxy arachidonic acid 145 EPA  (£)14(15)-DiHETE 199 ISTD  Thromboxane B,-d,

38 AA  8-iso-15(R)-Prostaglandin F,, 92  AA  (2)5(6)-DIHET 146 EPA  (+)5(6)-DIHETE 200 ISTD  Prostaglandin F, -d,

39 AA  8iso Prostaglandin F, 93 AA 19(S)-HETE 147 EPA  (+)18-HEPE 201 ISTD  Prostaglandin E,-d,

40 AA  Thromboxane B, 94 AA  15-deoxy-deltal2,14-PGl, 148 EPA  15(S)-HEPE 202 ISTD  Prostaglandin D,-d,

41 AA 11B-Prostaglandin F, 95 AA  20-HETE 149 EPA  11(S)-HEPE 203 ISTD  Leukotriene C,-d,

42 AA (&)5-PF, VI 96 AA  (+)18-HETE 150 EPA  8(S)-HEPE 204 ISTD  Leukotriene D,-d,

43 AA  8-iso-15-keto Prostaglandin F, 97 AA (#)17-HETE 151 EPA  9(S)}-HEPE 205 ISTD  Prostaglandin A,-d,

44 AA  Prostaglandin F, 98 AA  (¥)16-HETE 152 EPA  12(S)-HEPE 206 ISTD  Leukotriene B,-d,

45 AA  8-is0-13,14-dihydro-15-keto Prostaglandin F,. | 99 AA  15(S)-HETE 153 EPA  5(S)-HEPE 207 ISTD  (£)14(15)-DIHET,,

46 AA  8-iso Prostaglandin E, 100 AA  11(S)-HETE 154 EPA  15(S)-HpEPE 208 ISTD  5(S) HETE-d,

47 AA  Prostaglandin E, 101 AA  8(S)-HETE 155 EPA  12(S)-HpEPE 209 ISTD  12(S)}-HETE-d,

48 AA 11-dehydro Thromboxane B, 102 AA 15-OxoETE 156 EPA  5(S)-HpEPE 210 ISTD  5(S)-HETE-d,

49 AA  15keto Prostaglandin F,, 103 AA  15(S)-HpETE 157 EPA  (£)17(18)-EpETE 211 ISTD  PAFC-16-d,

50 AA  11B-Prostaglandin E, 104 AA  12(S)-HETE 158 EPA  (+)14(15)-EpETE 212 ISTD  (#)11(12)-EETd,,

51 AA  5(5),14(R}-LXB, 105 AA  (£)9-HETE 159 EPA  Eicosapentaenoic Acid(EPA) 213 ISTD  Oleoyl ethanolamide-d,

52 AA  Prostaglandin K, 106 AA  5(S)-HETE 160 DHA  Resolvin D, 214 ISTD  AAd,

53 AA  Prostaglandin D, 107 AA 12(S)-HpETE 161 DHA  ResolvinD,

54  AA  15-keto Prostaglandin F, 108 AA  12-OxoETE 162 DHA Resolvin D,

b2y |

LA : linoleic acid
ALA : a-linolenic acid

EDA : eicosadienoic acid
AA : arachidonic acid

ADA : adrenic acid
DGLA : dihomo-y-linolenic acid

EPA : eicosapentaenoic acid
DHA : docosahexaenoic acid

EA : ethanolamide
ISTD : internal standard




LC/MS/MS MRM=Z 4721 (KR (BS)

SRIEEm) X+

AAT1 ADH4 ARO4 CYs3 GAL10 GPM1 HXK2 LPD1 MET22 PGM1 SAM2 THR4
AAT2 ADH6 ARO7 CYs4 GAL7 GPM2 ICL1 LsC1 MET3 PGM2 SAM4 TKL1
ACH1 ADK1 ARO8 DAK1 GCV1 GPM3 IDH1 LsC2 MET6 PRO1 SDH1 TKL2
ACO1 AGX1 ASN1 DAL7 GCV2 GSY1 IDH2 LYS1 MHT1 PRO2 SDH2 TPIN
ACO2 ALD3 ASN2 DUR1,2 GCY1 GSY2 IDP1 LYs12 MLS1 PRO3 SDH3 TPS1
ACS1 ALD4 ASP1 ECM17 GDB1 GUA1 IDP2 Lys2 MVD1 PRS1 SDH4 TPS2
ACS2 ALDS ATH1 ECM40 GDH1 GUK1 IDP3 LYS20 NQM1 PRS2 SER1 TPS3
ADE1 ALD6 BAT1 ENO1 GDH2 GUT2 Iv1 Lys21 NTH1 PRS3 SER2 TRP1
ADE12 ALT1 BAT2 ENO2 GDH3 HIS1 ILv2 Lys4 PCK1 PRS4 SER3 TRP2
ADE13 ALT2 BNA3 ERG10 GLC3 HIS3 Iv3 LYS9 PDA1 PRS5 SER33 TRP3
ADE16 ARG BNAS ERG13 GLK1 HIS4 ILV5 MAE1 PDB1 PYC1 SFA1 TRPS
ADE17 ARG2 CAR1 ERG20 GLN1 HIS5 IMD2 MDH1 PDC1 pPYC2 SHM2 TSL1
ADE2 ARG3 CAR2 ERR GLT1 HIS6 IMD4 MDH2 PDC5 RHR2 SoL3 UGA1
ADE4 ARG4 CDC19 FBA1 GLY1 HIS7 KGD1 MDH3 PDC6 RKI1 SoL4 UGA2
ADES,7 ARGS,6 cm FBP1 GND1 HOM2 KGD2 MET10 PDE1 RNR2 TAL1 UGP1
ADE6 ARG8 CIT2 FRD1 GND2 HOM3 LAT1 MET14 PFK1 RNR4 TDH1 URA2
ADH1 ARO1 CIT3 FUM1 GPD1 HOM6 LEU1 MET16 PFK2 RPE1 TDH2 YNK1
ADH2 ARO2 CPA1 GAD1 GPD2 HOR2 LEU2 MET17 PGI1 SAH1 TDH3 YPR1
ADH3 ARO3 CPA2 GAL1 GPH1 HXK1 LEU4 MET2 PGK1 SAM1 THR1 ZWF1
Y \ ~
LC/MS/MSAY Y BNy /r—2 BBt B&{ba¥') X b
B&sE ble=gE2 EEs] B&EE =gE #48

aMCA a-Muricholic acid PBA GDCA Glycodeoxycholic acid G SBA

BMCA b-Muricholic acid PBA GHDCA Glycohyodeoxycholic acid G SBA

CA Cholic acid PBA GLCA Glycolithocholic acid G SBA

wMCA w-Muricholic acid PBA GUDCA Glycoursodeoxycholic acid G SBA

12-keto-LCA 12-Keto-deoxycholic acid SBA TCDCA Taurochenodeoxycholic acid TSBA

7-keto-DCA 7-Keto-deoxycholic acid SBA TDCA Taurodeoxycholic acid TSBA

7-keto-LCA 7-Keto-lithocholic acid SBA THDCA Taurohyodeoxycholic acid TSBA

allo-CDCA Allo-chenodeoxycholic acid SBA TLCA Taurolithocholic acid TSBA

allo-LCA Allo-lithocholic acid SBA TUDCA Tauroursodeoxycholic acid TSBA

CDCA Chenodeoxycholic acid SBA D4-CDCA Chenodeoxycholic acid-2,2,4,4-d4 ISTD

DCA Deoxycholic acid SBA D4-CA Cholic acid-2,2,4,4-d4 ISTD

HDCA Hyodeoxycholic acid SBA D4-DCA Deoxycholic acid-2,2,4,4-d4 ISTD

LCA Lithocholic acid SBA D4-GCA Glycocholic acid-2,2,4,4 -d4 ISTD

UDCA Ursodeoxycholic acid SBA D4-GDCA Glycodeoxycholic acid-2,2,4,4 -d4 ISTD

GCA Glycocholic acid GPBA D4-GLCA Glycolithocholic acid-2,2,4,4-d4 ISTD

TaMCA Tauro-a-muricholic acid TPBA D4-LCA Lithocholic acid-2,2,4,4-d4 ISTD

TBMCA Tauro-b-muricholic acid TPBA D4-TCDCA Taurochenodeoxycholic acid-2,2,4,4 -d4 ISTD

TCA Taurocholic acid TPBA D5-TCA Taurocholic acid-2,2,3,4,4-d5 ISTD

GCDCA Glycochenodeoxycholic acid G SBA D5-TLCA Taurolithocholic acid-2,2,3,4,4-d5 ISTD

B84 PBA: Primary bile acid T PBA: Taurine-conjugated primary bile acid G PBA: Glycine-conjugated primary bile acid ISTD: Internal standard

SBA: Secondary bile acid

T SBA: Taurine-conjugated secondary bile acid

G SBA: Glycine-conjugated secondary bile acid
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No. 2A NIV DTSR DHTRR ZB
M274 REMOBBANIC L5 0 — € —BHEHRFEDEIRE T LIER e &% GCMS
M271 BRTITBL RN ERBIRS OBBAEIC & HRETMEADRE s 28 GCMS

772*(@;4387 GC-MS/MS. LC-MS/MS |2 & BB DB ST — BRI EEHRADRS F— ) 51E GCMS, LCMS
Cis7 ARROIHREUE RIIANEBMENEA YR T TO—F N L e LCMs
Cis0 £ EBRINE LC/MS/MS /25 Al &3 —RAEBID—F D ) e LCMs
Ci34 5 RO — LRI DS B AT 5P ) 2% LCMs

VKBRS AT LE o Ve
i ;JH:;;;?::;Tiﬁg;;ﬂg@gﬁgg;wm@_ LC/MS/MS Z L s an s
a3 HEMBBADA KORGS5 e s LCMs
Clse B BRI RS B 475 LCMS-9030 £ AU - BREEIIEE T 77 (U2 Y s s LCMs
Ci06 U7V LC/MS/MS 7 FUM - L B IRR O L3 — R0 ) e LCMs
C192 LO/MS/MS ICEBBAMENEET ST IV S/ BO—FD FIIVTZ/ B ECNb LCMS
C156 DILAAYF VIV RT L BWERBER S DOF 5V 77/ BOT FIIVTZ B LCMS
C149 NILRAYF BN F I T S B EDRR Y s LCMs
Cles SPF B K UHARIRS < R EEEN PO - 18 G-NPH F8HE) Hif SRR #E LCMs
Cl8 Eg;ff@@ LC/MS/MS Z B iR 4 7 T—2 — B E 196 O D A T e LMS
a3 R 7 VIR LC/MS/MS % BN BEE A 7 T— 5 — 158 D —F ik BeH A7 TS iy LcMs
C155 4O IZERICH B BB R EEATAT—4— st LCMS
C151 SimLipid V7 bz 77 & RN > BEE AT DMZ:=i=1 HER LCMS
C137 N IVEERERS LC/MS/MS ISk IEBE 0774117 EDRF B8 AR LCMS
Bes DPiMS-8060 |2 &% RFFRIAID X 5 RO — LB A DI s o DPiMS
B87 DPIMS-8060 125 R DBAM X 5 R O— LEEATED SR ) o DPiMS

7T r—aVERIZIERGEN - EHENETOT EFOBRIGHHLEE - KBEEBVEDOE EEEETT T M ETBRTEEN,

GCMS.LCMS, Smart Metabolites Database. C2MAPY X 7 LB K UDPIMSIEM R &1 B R BEFRDEIZ T T,

EZ:faastl&. Phenomenexit DEIZTY,
Traverse MSE& & USignpost MSId. 54 74V AR KA DEIZETT,
GARUDAIZ YR T L NAA OV —HAEEEDEIZ T,

ANEBICRHBEEINTVRRHB HRB Y- EAX—IBLU00TR EHOBRSLUBREIZETT.

BHEAXFHTEMMI @ 1ZHEL TV EWNEADBIET.
ABMIEERRERBEREICE D ERBREL TR SBIIFERITITEVELA,
BEZHENELUZDOFHELTOERIFTEE LA,

ST IVEEHED e HHIERER R - HRERISHERRE SRALEL,
NRELUHRIE BRDDFELCERISILNHYETDTTTELIEEL,

HAett ERRUERT o

SHAISLER 604-8511 REBHHRKA/ HERET1

REXH W0 R RBETABXHBERETIT B3

(03)3219-(BAFFEY) 5631 (K34E%) 5616 (£iHEY) 5685

B 78 X 4t 530-0012 ARBRFALKZHITEI-4 RRZ—IFILEIV14FE

(06) 6373- (AR A$4EL) 6541+ (R4HEY) 6556
Al 1% 2 15 0600807 ALIRHALRILE&FE2T B8-1 ALMRILEILIBE (011)700-6605
&b 32 [5 980-0021 LEWFERFR2TE-27 TS5/ LRI IT7LEE128 (022)221-6231
BRILESEPR 963-8877 BBIL T 2 HIET6-7 ERILT IV 4% IV 2BE (024)939-3790

DKEXME 3050031 > < X HmE F 3 T B 17 - 1

(029)851- (BAF-A%4E) 8511« (R4HEY) 8515

JEREIRIE 330-0843 TWVEHABREHE-41 BARAESASERE Lo

(048) 646- (B/aF-A24EY) 0095+ (£1H8%) 0081

MR X IE 220-0004 #ERTHEXIEFE2T H8-29 REMEEHEIC/L7MHE

(045) 311-(mAFF-A%48) 4106° (£3t1BL) 4615
B XI5 422-8062 FHETHELAXAE/I2TEI-1 FMCAEERRC/L2ME (054)285-0124

BHEXE 450-0001 HEETPNREEHITEL-1 BLEEREY2—-EIV19KE

(052) 565- (B A58 7521 (RitiEY) 7531
RBIZIE 6048445 R B P R XA/ /B K SFH I

(075) 823- (B A54E%) 1604+ (£1HE%) 1603
HWAEXZE 600033 AT HRRKXIFHBE 93 K3 E VIR (078)331-9665
PSP 700-0826 LT ILXERE3-10 ML=1—> 7 EIL6RE (086)221-2511
MEXZE 7600017 ST EE1TTHG6-1 BMNKE)L IR (087)823-6623
5B %X I&E 7320057 [RETRX_EDE3TH5-7 GRANODELE5ME (082)236-9652
AN ZIE 8120039 BREIT S X ARMTA-20 BEESE VAR

(092) 283- (B A%48%) 3332- (RitiEY) 3334

1 L (Hfe P e R R & 0120-131691
B0/l 5— GRE- DT sEmERED) ) 0190131691

https://www.an.shimadzu.co.jp/

& YozoO¥g X

oo
[=]

;_I'_/

¥n¥cH—



