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Curved Field Reflectron®PSDIZ k3 pAspFRED:ER (1)

- Differentiating BAsp Residue by PSD in a Curved Field Reflectron (1) -
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Chemical Structures of a- and BAsp Residue
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Synthetic Peptides and Experimental Conditions
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Fig.3 &R L7-T6 peptide®PSD (A), HLUEAR (B)
PSD Spectra of T6 Peptides; (A), and Blew-up Figure; (B)
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