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Impurity Analysis of Polar Compounds without Using lon-pair Reagents
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Impurity Analysis of Neomycin B
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Structure of Neomycin B
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Chromatograms of Neomycin B
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Mass Spectra of Neomycin B and Compound X
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Impurity Analysis of Kanamycin A
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Structure of Kanamycin A
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Chromatograms of Kanamycin A
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Mass Spectra of Kanamycin A and Compound Y
Table 1 A5t
Analytical Conditions
Column : Imtakt Scherzo SM-C18 (150 mmL. X2.0 mmL.D., 3 um) MS : LCMS-2020
Mobile Phase : A: 20 mmol/L. ammonium acetate in water Probe Voltage : +4.5 kV(ESI-Positive mode)
B: 20 mmol/L acetic acid in water Nebulizing Gas Flow : 1.5 L/min
Time Program : 10 %B (0 min) -90 %B (10 min) 90 %B (14 min) Drying Gas Flow : 20.0 L/min
-10 %B (14.01 min) -STOP (24 min) DL Temperature 1300 °C

Flow Rate : 0.4 mL/min
Column Temperature : 40 °C
Injection Volume :2uL

Mixer Volume : 100 uL

Block Heater Temperature : 450 °C
DL, Q-array Voltages : default values
Event Time 10.2 sec
Scan Range :m/z 120 - 800

) Kr % 97 : 20105F7AH

~ | = hEHRIEER S , o & 0120-131691 (#EEEFT)
@ 1 ;E 2 %{/E P ISH H?IT‘TE‘BH BRAMA I B | ranes oo e

NRABERHEIFITRDOIBERICEDWNTHER SN THED, FHFLL
S92 ENBHOIRT., HETRIFTFTEEDOEEH Web

Solutions Navigator CREE CEE I,

https://solutions.shimadzu.co.jp/solnavi/solnavi.htm

=EHIEIHRTY —E X [Shim-Solutions Clubl] [CTEIREI UL,
https://solutions.shimadzu.co.jp/
=EfIWebDRIEEIFT TIHRS LIDUVDIKIER T —ERXDZ(FTSNET .

3100-06001-580-IK
2010.7



