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Phosphorylation analysis by MALDI-TOF MS (2)
Phosphopeptide sequence analysis using seamless PSD
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Fig.10 MAP Kinase fragment 177-189 0200 000 00 O O O sPSD
sPSD spectrum of MAP Kinase fragment 177-189 (a doubly phosphorylated peptide)
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Detection limit of a phosphopeptide using concentration plate (4 Focus plate)
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HMFP-5M p Focus MALDI plate Magnetic Holder for Shimadzu 100 83,000

MFP001BD10 | p Focus MALDI plate 600um Shimadzu (384 well) 100 83,000

G MFP002BD10 | p Focus MALDI plate 1000um Shimadzu (384 well) 1000 83,000
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AXIMA-Performance HMFP-5M - MFP001BD10
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