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Analysis of Amino Acids using Fast-GC/MS and Metabolite Database
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GC/MS metabolites database
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Analysis of amino acids using EZ:faast®
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Prediction of retention times using AART function
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Method files and libraries
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Table200O0O0OOO
Analytical Conditions

Model : GCMS-QP2010, GCMS-QP2010 Plus (DO O O0DODOOO)D
Workstation : GCMSsolution Ver2.50
Column :ZB-AAA 10 mx 0.25 mm I.D.
-GC- O -MS- O
Inj. Temp. 128000 Interface Temp. :2800 0
Column Temp.  :110 O (Omin)-30 O /minC  lon Source Temp. :200 0 O

-320 O (Omin)O Scan Range 1 m/z: 45 - 4500
Carrier Gas ‘He D Scan Interval :0.15 sec
Flow control Mode : Pressure
Pressure 115 kPall
Injection Method : Split0)
Split Ratio :1:15
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Contents of the method file a) Compound table
b) Mass spectra (obtained from authentic sample)
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Reproducibility of retention time [#vv raams] e c18 fcrs ™
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Automatic Adjustment of Retention Time (AART)

(x1,000,000)

404 TIC 31

35

3.0 29

16 32
26 30

1.0 15 2.0 2.5 55 6.0

2.5

2.0

15

1.0

0.5

Fig.40 00003300 0000000000000 O0OD0O00OO
Total ion chromatogram of 33 amino acids
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The predicted and measured retention times of 33 amino acids
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1  Alanine 1675 1.189 1.187 -0.002 18  4-Hydroxyproline 2249 2.923 2.929  0.006
2 Sarcosine 1697 1.249 1.248 -0.001 19 Glutamic acid 2344 3.193 3.191 -0.002
3 Glycine 1712 1.294 1.293 -0.001 20 Phenylalanine 2352 3.215 3.217 0.002
4 alpha-aminobutyric acid 1748 1.401 14 -0.001 21  alpha-Aminoadipic acid 2463 3.518 3.519 0.001
5 Valine 1781 15 1.498 -0.002 22 alpha-Aminopimelic acid 2569 3.797 3.798 0.001
6  beta-Aminoisobutyric acid 1806 1.575 1574 -0.001 23 Glutamine 2598 3.872 3.875 0.003
7  Norvaline 1825 1.634 1.631 -0.003 24 Ornithine 2767 4.292 4.295  0.003
8 Leucine 1853 1.721 1.718 -0.003 25  Glycine-proline (dipeptide) 2785 4.335 4.343 0.008
9 allo-Isoleucine 1862 1.749 1.747  -0.002 26 Lysine 2885 4.57 4572 0.002
10  Isoleucine 1872 1.78 1.779 -0.001 27  Histidine 2977 4.782 4777  -0.005
11  Threonine 1943 2 1.998 -0.002 28 Hydroxylysine (2 isomers) 3059 4.965 4958 -0.007
12 Serine 1956 2.04 2.04 0 29 Tyrosine 3107 5.071 5.072 0.001
13 Proline 1980 2.114 2117  0.003 30  Proline-hydroxyproline (dipeptide) 3218 5.306 5.307 0.001
14 Asparagine 2014 2.219 2.22 0.001 31 Tryptophan 3252 5.376 5.386 0.01
15  Thiaproline 2137 2594 2597  0.003 32  Cystathionine 3509 5.901 5.89 -0.011
16  Aspartic acid 2209 2.807 2.807 0 33  Cystine 3626 6.14 6.128 -0.012
17 Methionine 2219 2.836 2.839 0.003
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Conclusion
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